5" SEMESTER
DISCIPLINE SPECIFIC ELECTIVE — DSE

B1516D BIO-INFORMATICS - STRUCTURAL BIO-INFORMATICS

CREDITS: THEORY =4, PRACTICAL =2

UNIT -1
Principles of protein structure: Primary, Secondary, Tertiary structure, Quaternary structure,
Protein secondary structure; Introduction: Hydrogen bond, Defining a secondary structure

element.

UNIT-II
Methods for predicting secondary structure (GOR and J-Pred): Experimental methods for protein

structure determination: Nuclear magnetic resonance (NMR), Protein tertiary structure modeling.

UNIT-III
Protein tertiary structure modeling: Basic concepts, Protein folding and dynamic simulation,

Modeling protein side-chains, Comparative modeling, modeling approaches.

UNIT-IV
Introduction to RNA Secondary structure prediction, Methods for RNA Secondary structure

prediction, Limitation of RNA Secondary structure prediction.

PRACTICALS

1. Protein structure prediction tools- PROCHECK, SOPMA.
2. Working on tools- Pfam, AACompldent.
3. Working on tools: Translate, reverse translate,

4. RNA structure prediction software.
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